USSN 09/964,261 
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REMARKS 



The specification has been amended in compliance with 37 C.F.R. § 1.821 - 
1.825 to include a Sequence Listing, submitted herewith as pages 1-79. Also being 
submitted herewith is a computer readable form of the Sequence Listing which is 
identical to the written Sequence Listing appearing on pages 1-79. 

Claims 1-21 were pending in the application. Claims 18-21 have been cancelled 
without prejudice, and new claims 22-25 have been added. Accordingly, following entry 
of the amendments requested herein, claims 1-17 and 22-25 will be pending. 

Claims 1-17 have been amended to correct matters of format. Attached hereto is a 
marked-up version of the changes made to the claims by the current amendments, entitled 
"Version With Markings to Show Changes Made". 

No new matter has been added. 

If a telephone conversation with Applicants' attorney would expedite prosecution 
of the above-identified application, the Examiner is urged to call the undersigned at (617) 



227-7400. 



Respectfully submitted, 




28 State Street 
Boston, MA 02109 
(617) 227-7400 



Dated: November 28, 2001 
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VERSION WITH MARKINGS TO SHOW CHANGES MADE 

(amended) A method for amplifying Method for the locus - specific^ separate 
amplification of exon 2, exon 3 &&Uor exon 4 of HLA-A, HLA-B or HLA-C alleles, 
comprising hybridizing a forward or reverse primer to a locus-specific target 
sequence within an intron of the allele, , making vise of at least one primer set 
wherein: 

for the amplification of exon 2, the reverse primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of respectively HLA-A, HLA-B 
or HLA-C; 

for the amplification of exon 3, the forward primer specifically hybridizes to 
a locus-specific target sequence in intron 2 of respectively HLA-A, HLA-B 
or HLA-C and/or the reverse primer specifically hybridizes to a locus- 
specific target sequence in intron 3 of respectively HLA-A, HLA-B or HLA- 
C; 

for the amplification of exon 4, the forward primer specifically hybridizes to 
a locus-specific target sequence in intron 3 of respective^ HLA-A, HLA-B 
or HLA-C. 

(amended) The method according to claim 1 wherein Method according to claim 1 
further characterized that t he locus-specific target sequence is situated at: 

- position 67, 96, 109, 110, 118, 123, 131 or 181 of the HLA-A intron 2 (Fig. 
1) and/or position 32, 50, 62, 73, 83, 86, 118, 130, 150, 501, 525, 561 or 571 
of the HLA-A intron 3 (Fig. 4); or 

- position 35 or 170 of the HLA-B intron 2 (Fig. 2) and/or position 42, 46, 65, 
68, 96, 438, 502, 524, 547 or 571 of the HLA-B intron 3 (Fig. 5); or 

- position 84, 107 or 142 of the HLA-C intron 2 (Fig. 3) and/or position 461, 
477, 527, 545 or 561 of the HLA-C intron 3 (Fig. 6). 
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(amended) The method according to claim 2 wherein Method according to claim 2 
further characterized that said positions constitute the 3' end of the primer that is 
used for the amplification of exon 2, exon 3 or exon 4. 

(amended) The method according to claim 3 wherein Method according to claim 3 
further characterized that the primer is selected from the group consisting ofc hase» 
from the following li s t : 

- for the amplification of exon 2 of HLA-A (table 1): 

5 ' ATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 1) 
5'GATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 2) 
5 ' GGATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 3) 
5 ' YGGATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 4) 
5 ' G YGGATCTCGGACCCGGAGACTGT3 ' (SEQ ID NO 5) 
5 ' GGYGG ATCTCGGACCCGGAG ACTGT3 ' (SEQ ID NO 6) 
5 ' GGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 7) 
5 ' GGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 8) 
5 ' AGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 9) 
5 ' A AGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 10) 
5 ' CA AGGGTCTCGGRGTCCCGCGGCT3 ' (SEQ ID NO 1 1) 
5 ' CTCCCGGGDC AAGGGTCTCG3 ' (SEQ ID NO 12) 
5 'TCTCCCGGGDCAAGGGTCTCG3 ' (SEQ ID NO 13) 
5 ' CTCTCCCGGGDC A AGGGTCTCG3 ' (SEQ ID NO 14) 
5 ' CCTCTCCCGGGDC AAGGGTCTCG3 ' (SEQ ID NO 15) 
5 ' GCCTCTCCCGGGDCA AGGGTCTCG3 ' (SEQ ID NO 16) 
5 ' GGCCTCTCCCGGGDC AAGGGTCTCG3 ' (SEQ ID NO 17) 
5 'TCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 18) 
5' CTCTCCCGGGDC AAGGGTCTC3' (SEQ ID NO 19) 
5' CCTCTCCCGGGDC AAGGGTCTC3' (SEQ ID NO 20) 
5 ' GCCTCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 21) 
5 ' GGCCTCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 22) 
5 ' GGGCCTCTCCCGGGDCAAGGGTCTC3 ' (SEQ ID NO 23) 
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5'CCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 30) 
5'GCCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 31) 
5'CGCCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 32) 
5'GCGCCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 33) 
5'GGCGCCTGGGCCTCTCCCGGGDCA3' (SEQ ID NO 34) 
5 ' AGGCGCCTGGGCCTCTCCCGGGDCA3 ' (SEQ ID NO 35) 
5'AGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 36) 
5'AAGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 37) 
5'WAAGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 38) 
5'TWAAGGCGCCTGGGCCTCTCCCG3' (SEQ ID NO 39) 
5'GTWAAGGCGCCTGGGCCTCTCCCG3 ' (SEQ ID NO 40) 
5'GGTWAAGGCGCCTGGGCCTCTCCCG3 ' (SEQ ID NO 41) 
5'CCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 42) 
5'ACCGGGTWAAGGCGCCTGGGC3' (SEQ ID NO 43) 
5 ' AACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 44) 
5 ' A AACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 45) 
5'GAAACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 46) 
5'TGAAACCGGGTWAAGGCGCCTGGGC3 ' (SEQ ID NO 47) 
5'YCCVGCCCCGACCAACCYGG3' (SEQ ID NO 48) 
5'GYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 49) 
5'YGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 50) 
5'CYGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 51) 
5'CCYGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 52) 
5'CCCYGYCCVGCCCCGACCAACCYGG3' (SEQ ID NO 53) 

for the amplification of exon 3 of HLA-A (table 2; table 3): 
5 ' CGGACGGGCCRGGTSRCCCA3 ' (SEQ ID NO 54) 
5 ' ACGGACGGGCCRGGTSRCCC A3 ' (SEQ ID NO 55) 
5 ' C ACGG ACGGGCCRGGTSRCCC A3 ' (SEQ ID NO 56) 
5'CCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 57) 
5'CCCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 58) 
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5'CCCCACGGACGGGCCRGGTSRCCCA3' (SEQ ID NO 59) 
5 ' GGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 60) 
5 ' GGGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 61) 
5 ' CGGGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 62) 
5 5'CCGGGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 63) 

5 ' TCCGGGTCCGAGATCCRCCCCGAA3 ' (SEQ ID NO 64) 
5'CTCCGGGTCCGAGATCCRCCCCGAA3' (SEQ ID NO 65) 
5'CCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 66) 
5'RCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 67) 

10 5'CRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 68) 

5'CCRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 69) 
5'TCCRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 70) 
5'ATCCRCCCCGAAGCCGCGGGACYCC3' (SEQ ID NO 71) 
5'CCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 72) 

15 5'CCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 73) 

5'RCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 74) 
5'CRCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 75) 
5'CCRCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 76) 
5'TCCRCCCCGAAGCCGCGGGACYCCG3' (SEQ ID NO 77) 

20 5 ' CGCGGGAC YCCGAGACCCTT3 ' (SEQ ID NO 84) 

5'CCGCGGGACYCCGAGACCCTT3' (SEQ ID NO 85) 
5'GCCGCGGGACYCCGAGACCCTT3 ' (SEQ ID NO 86) 
5' AGCCGCGGGACYCCGAGACCCTT3 ' (SEQ ID NO 87) 
5'AAGCCGCGGGACYCCGAGACCCTT3' (SEQ ID NO 88) 

25 5 ' GA AGCCGCGGGAC YCCGAGACCCTT3 ' (SEQ ID NO 89) 

5'GACYCCGAGACCCTTGDCCC3' (SEQ ID NO 90) 
5'GGACYCCGAGACCCTTGDCCC3' (SEQ ID NO 91) 
5 ' GGGAC YCCGAGACCCTTGDCCC3 ' (SEQ ID NO 92) 
5'CGGGACYCCGAGACCCTTGDCCC3' (SEQ ID NO 93) 

30 5 ' GCGGGAC YCCGAGACCCTTGDCCC3 ' (SEQ ID NO 94) 

5'CGCGGGACYCCGAGACCCTTGDCCC3' (SEQ ID NO 95) 
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5'GACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 96) 
5 ' AGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 97) 
5 ' GAGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 98) 
5 ' CG AGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 99) 
5'CCGAGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 100) 
5 ' YCCGAGACCCTTGDCCCGGGAGAGG3 ' (SEQ ID NO 101) 
5 ' GTTTAGGCCAAAAATCCCCC3 ' (SEQ ID NO 102) 
5'AGTTTAGGCCAAAAATCCCCC3' (SEQ ID NO 103) 
5 ' C AGTTTAGGCC AAAA ATCCCCC3 ' (SEQ ID NO 104) 
5'TCAGTTTAGGCCAAAAATCCCCC3' (SEQ ID NO 105) 
5 ' TTC AGTTTAGGCC AAAA ATCCCCC3 ' (SEQ ID NO 106) 
5'TTTCAGTTTAGGCCAAAAATCCCCC3' (SEQ ID NO 107) 
5 ' AGCCCGGGAGATCTA YAGGC3 ' (SEQ ID NO 150) 
5 ' C AGCCCGGGAGATCTAYAGGC3 ' (SEQ ID NO 151) 
5'CCAGCCCGGGAGATCTAYAGGC3' (SEQ ID NO 152) 
5 ' GCCAGCCCGGGAGATCTAYAGGC3 ' (SEQ ID NO 153) 
5 'GGCC AGCCCGGGAGATCTA YAGGC3' (SEQ ID NO 154) 
5 'AGGCC AGCCCGGGAGATCTA YAGGC3 ' (SEQ ID NO 155) 
5 ' CCCTCCTTGTGGGAGGCCAG3 ' (SEQ ID NO 156) 
5'CCCCTCCTTGTGGGAGGCCAG3 ' (SEQ ID NO 157) 
5'TCCCCTCCTTGTGGGAGGCCAG3' (SEQ ID NO 158) 
5 ' CTCCCCTCCTTGTGGG AGGCC AG3 ' (SEQ ID NO 159) 
5'TCTCCCCTCCTTGTGGGAGGCCAG3 ' (SEQ ID NO 160) 
5'GTCTCCCCTCCTTGTGGGAGGCCAG3 ' (SEQ ID NO 161) 
5'CCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 162) 
5'TCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 163) 
5'GTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 164) 
5'GGTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 165) 
5'TGGTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 166) 
5'TTGGTCCCAAWTGTCTCCCCTCCTT3' (SEQ ID NO 167) 
5 ' CTAGTGTTGGTCCC A A WTGT3 ' (SEQ ID NO 168) 
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5 'TCTAGTGTTGGTCCCAAWTGT3 ' (SEQ ID NO 169) 
5 'TTCTAGTGTTGGTCCC AAWTGT3 ' (SEQ ID NO 170) 
5 ' ATTCTAGTGTTGGTCCC AA WTGT3 ' (SEQ ID NO 171) 
5 'TATTCTAGTGTTGGTCCC AAWTGT3 ' (SEQ ID NO 172) 
5 ' ATATTCTAGTGTTGGTCCCAAWTGT3 ' (SEQ ID NO 173) 
5 'GGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 174) 
5 ' AGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 175) 
5 ' GAGGG YGATATTCTAGTGTTGG3 ' (SEQ ID NO 176) 
5 'GGAGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 177) 
5 'GGGAGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 178) 
5 ' AGGGAGGGYGATATTCTAGTGTTGG3 ' (SEQ ID NO 179) 
5 'GGAGGGYGATATTCTAGTGT3 ' (SEQ ID NO 180) 
5 ' GGG AGGG YGAT ATTCT AGTGT3 ' (SEQ ID NO 181) 
5 ' AGGGAGGGYGATATTCTAGTGT3 ' (SEQ ID NO 182) 
5 'GAGGGAGGGYGATATTCTAGTGT3 ' (SEQ ID NO 183) 
5 'AGAGGGAGGG YGAT ATTCT AGTGT3 ' (SEQ ID NO 184) 
5 ' C AG AGGG AGGG YGAT ATTCT AGTGT3 ' (SEQ ID NO 185) 
5'CCCAGGAGGAKTCCTCTCCC3' (SEQ ID NO 186) 
5'ACCCAGGAGGAKTCCTCTCCC3' (SEQ ID NO 187) 
5 ' AACCCAGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 188) 
5 ' AAACCCAGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 189) 
5 'GAAACCC AGGAGGAKTCCTCTCCC3 ' (SEQ ID NO 190) 
5 'GGAAACCCAGGAGGAKTCCTCTCCC3' (SEQ ID NO 191) 
5 ' AGGATCTGGAAACCC AGGAG3 ' (SEQ ID NO 192) 
5 ' C AGG ATCTGGA A ACCC AGGAG3 ' (SEQ ID NO 193) 
5' AC AGGATCTGGAAACCC AGGAG3' (SEQ ID NO 194) 
5 'TACAGGATCTGGAAACCCAGGAG3 ' (SEQ ID NO 195) 
5 ' GTAC AGGATCTGGAAACCC AGG AG3 ' (SEQ ID NO 196) 
5 ' GGTACAGGATCTGGAA ACCC AGGAG3 ' (SEQ ID NO 197) 
5 'TCAGAGTC ACTCTCTGGTAC3 ' (SEQ ID NO 198) 
5 ' CTC AGAGTCACTCTCTGGTAC3 ' (SEQ ID NO 199) 



24 



25 



5 ' CCTCAGAGTC ACTCTCTGGTAC3 ' (SEQ ID NO 200) 
5 ' ACCTC AGAGTC ACTCTCTGGTAC3 ' (SEQ ID NO 201) 
5'AACCTCAGAGTCACTCTCTGGTAC3' (SEQ ID NO 202) 
5 ' GA ACCTC AGAGTC ACTCTCTGGTAC3 ' (SEQ ID NO 203) 

for the amplification of exon 4 of HLA-A (table 4): 

5TTCTGTGCTCYCTTCCCCAT3' (SEQ ID NO 204) 
5 ' GTTCTGTGCTC YCTTCCCC AT3 ' (SEQ ID NO 205) 
5 ' GGTTCTGTGCTC YCTTCCCCAT3 ' (SEQ ID NO 206) 
5 ' GGGTTCTGTGCTC YCTTCCCCAT3 ' (SEQ ID NO 207) 
5 ' TGGGTTCTGTGCTC YCTTCCCC AT3 ' (SEQ ID NO 208) 
5 ' CTGGGTTCTGTGCTC YCTTCCCC AT3 ' (SEQ ID NO 209) 
5 ' GGTGTCCTGTCCATTCTC AA3 ' (SEQ ID NO 24) 
5 'RGGTGTCCTGTCCATTCTCAA3 ' (SEQ ID NO 25) 
5 ' CRGGTGTCCTGTCC ATTCTCAA3 ' (SEQ ID NO 26) 
5 ' CCRGGTGTCCTGTCC ATTCTCAA3 ' (SEQ ID NO 27) 
5 ' CCCRGGTGTCCTGTCC ATTCTC AA3 ' (SEQ ID NO 28) 
5 ' TCCCRGGTGTCCTGTCC ATTCTC AA3 ' (SEQ ID NO 29) 
5 ' CTGGWGG AGTGTCCC ATKAC3 ' (SEQ ID NO 210) 
5 ' GCTGGWGGAGTGTCCC ATKAC3 ' (SEQ ID NO 21 1) 
5'TGCTGGWGGAGTGTCCCATKAC3' (SEQ ID NO 212) 
5'RTGCTGGWGGAGTGTCCCATKAC3 ' (SEQ ID NO 213) 
5 ' YRTGCTGG WGGAGTGTCCC ATKAC3 ' (SEQ ID NO 214) 
5 ' GYRTGCTGGWGG AGTGTCCC ATKAC3 ' (SEQ ID NO 215) 
5 ' GTCCC ATKAC AGATRCMM AA3 ' (SEQ ID NO 216) 
5 ' TGTCCC ATKAC AGATRCMMA A3 ' (SEQ ID NO 217) 
5 ' GTGTCCC ATKAC AG ATRCMMAA3 ' (SEQ ID NO 218) 
5 ' AGTGTCCC ATKAC AGATRCMM AA3 ' (SEQ ID NO 219) 
5 ' GAGTGTCCC ATKACAGATRCMMAA3 ' (SEQ ID NO 220) 
5 ' GGAGTGTCCCATKACAGATRCMMAA3 ' (SEQ ID NO 221) 



25 



for the amplification of exon 2 of HLA-B (table 5): 

5 ' ACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 108) 
5 ' AACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 109) 
5'CAACCCGCGGGGATTTTGGCCTC3' (SEQ ID NO 110) 
5'CCAACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 1 1 1) 
5 'MCCAACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 112) 
5' GMCC AACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 113) 
5 ' YGMCCAACCCGCGGGGATTTTGGCCTC3 ' (SEQ ID NO 314) 

for the amplification of exon 3 of HLA-B (table 6; table 7): 
5 ' C YGGGGCGS AGGTC ACG ACT3 ' (SEQ ID NO 1 14) 
5'CCYGGGGCGSAGGTCACGACT3' (SEQ ID NO 115) 
5 ' GCC YGGGGCGS AGGTCACGACT3 ' (SEQ ID NO 116) 
5 ' GGCC YGGGGCGS AGGTC ACGACT3 ' (SEQ ID NO 117) 
5 ' CGGCC YGGGGCGS AGGTC ACGACT3 ' (SEQ ID NO 118) 
5 ' CCGGCC YGGGGCGS AGGTCACGACT3 ' (SEQ ID NO 119) 
5 ' CCCGGTTTC ATTTTC AGTTG3 ' (SEQ ID NO 120) 
5 ' ACCCGGTTTCATTTTCAGTTG3 ' (SEQ ID NO 121) 
5TACCCGGTTTCATTTTCAGTTG3' (SEQ ID NO 122) 
5TTACCCGGTTTCATTTTCAGTTG3' (SEQ ID NO 123) 
5 'TTTACCCGGTTTCATTTTC AGTTG3 ' (SEQ ID NO 124) 
5 ' GTTTACCCGGTTTCATTTTCAGTTG3 ' (SEQ ID NO 125) 
5'CGTTTACCCGGTTTCATTTTCAGTTG3 ' (SEQ ID NO 222) 
5 ' GCGTTTACCCGGTTTC ATTTTC AGTTG3 ' (SEQ ID NO 223) 
5'CGCGTTTACCCGGTTTCATTTTCAGTTG3' (SEQ ID NO 224) 
5'CGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 225) 
5'TCGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 226) 
5'CTCGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 227) 
5TCTCGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 228) 
5'TTCTCGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 229) 
5'CTTCTCGTKGGAGSCCATCCCCGSC3' (SEQ ID NO 230) 
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5'TCTCGTKGGAGSCCATCCCC3' (SEQ ID NO 231) 
5'TTCTCGTKGGAGSCCATCCCC3' (SEQ ID NO 232) 
5'CTTCTCGTKGGAGSCCATCCCC3' (SEQ ID NO 233) 
5TCTTCTCGTKGGAGSCCATCCCC3 ' (SEQ ID NO 234) 
5'YTCTTCTCGTKGGAGSCCATCCCC3' (SEQ ID NO 235) 
5'CYTCTTCTCGTKGGAGSCCATCCCC3' (SEQ ID NO 236) 
5 ' G ATCCC ATTTTCCTC YTCTT3 ' (SEQ ID NO 237) 
5 ' TGATCCC ATTTTCCTC YTCTT3 ' (SEQ ID NO 238) 
5 ' CTGATCCC ATTTTCCTCYTCTT3 ' (SEQ ID NO 239) 
5'GCTGATCCCATTTTCCTC YTCTT3 ' (SEQ ID NO 240) 
5 ' CGCTGATCCC ATTTTCCTC YTCTT3 ' (SEQ ID NO 241) 
5 ' GCGCTGATCCC ATTTTCCTC YTCTT3 ' (SEQ ID NO 242) 
5 ' GCTG ATCCC ATTTTCCTC YT3 ' (SEQ ID NO 243) 
5 ' CGCTGATCCC ATTTTCCTC YT3 ' (SEQ ID NO 244) 
5 ' GCGCTGATCCCATTTTCCTC YT3 ' (SEQ ID NO 245) 
5'AGCGCTGATCCCATTTTCCTCYT3' (SEQ ID NO 246) 
5 'TAGCGCTGATCCCATTTTCCTCYT3 ' (SEQ ID NO 247) 
5 ' CTAGCGCTGATCCCATTTTCCTC YT3 ' (SEQ ID NO 248) 
5 'TCC ATTC A AGGGAGGGCGAC3 ' (SEQ ID NO 249) 
5 ' CTCCATTCAAGGGAGGGCGAC3 ' (SEQ ID NO 250) 
5 ' TCTCC ATTC AAGGGAGGGCGAC3 ' (SEQ ID NO 251) 
5'TTCTCCATTCAAGGGAGGGCGAC3' (SEQ ID NO 252) 
5 ' ATTCTCCATTCAAGGGAGGGCGAC3 ' (SEQ ID NO 253) 
5 ' C ATTCTCC ATTC A AGGGAGGGCGAC3 ' (SEQ ID NO 254) 

for the amplification of exon 4 of HLA-B (table 8): 

5 ' AGATTATCCC AGGTGCCTGC3 ' (SEQ ID NO 255) 
5 ' GAGATT ATCCC AGGTGCCTGC3 ' (SEQ ID NO 256) 
5'GGAGATTATCCCAGGTGCCTGC3 ' (SEQ ID NO 257) 
5 ' AGGAGATTATCCCAGGTGCCTGC3 ' (SEQ ID NO 258) 
5'TAGGAGATTATCCCAGGTGCCTGC3' (SEQ ID NO 259) 
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5 ' ATAGGAGATTATCCCAGGTGCCTGC3 ' (SEQ ID NO 260) 
5 'TGTCCTGYCC ATTCTCAGKC3 ' (SEQ ID NO 261) 
5 ' GTGTCCTG YCC ATTCTC AGKC3 ' (SEQ ID NO 262) 
5 ' GGTGTCCTGYCC ATTCTC AGKC3 ' (SEQ ID NO 263) 
5 ' AGGTGTCCTGYCC ATTCTCAGKC3 ' (SEQ ID NO 264) 
5'CAGGTGTCCTGYCCATTCTCAGKC3' (SEQ ID NO 265) 
5 ' CC AGGTGTCCTGYCC ATTCTC AGKC3 ' (SEQ ID NO 266) 
5 'TC ACATGGGTGGTCCTAGG3 ' (SEQ ID NO 267) 
5 ' GTC AC ATGGGTGGTCCT AGG3 ' (SEQ ID NO 268) 
5'GGTCACATGGGTGGTCCTAGG3 ' (SEQ ID NO 269) 
5 'TGGTC AC ATGGGTGGTCCTAGG3 ' (SEQ ID NO 270) 
5 ' CTGGTC AC ATGGGTGGTCCT AGG3 ' (SEQ ID NO 271) 
5 'KCTGGTCACATGGGTGGTCCTAGG3 ' (SEQ ID NO 272) 
5 ' GKCTGGTC AC ATGGGTGGTCCT AGG3 ' (SEQ ID NO 273) 
5 'TSCC ATGARAGATGCMAAGC3 ' (SEQ ID NO 274) 
5 ' GTSCC ATG ARAGATGCM A AGC3 ' (SEQ ID NO 275) 
5 'TGTSCC ATGARAGATGCMAAGC3 ' (SEQ ID NO 276) 
5'GTGTSCCATGARAGATGCMAAGC3 ' (SEQ ID NO 277) 
5'GGTGTSCCATGARAGATGCMAAGC3' (SEQ ID NO 278) 
5'GGGTGTSCCATGARAGATGCMAAGC3 ' (SEQ ID NO 279) 
5 ' GWA WTTTCTGACTCTTCCC A3 ' (SEQ ID NO 280) 
5 'TGWAWTTTCTGACTCTTCCC A3 ' (SEQ ID NO 281) 
5'CTGWAWTTTCTGACTCTTCCCA3' (SEQ ID NO 282) 
5'CCTGWAWTTTCTGACTCTTCCCA3' (SEQ ID NO 283) 
5 ' GCCTGW A WTTTCTGACTCTTCCC A3 ' (SEQ ID NO 284) 
5'CGCCTGWAWTTTCTGACTCTTCCCA3' (SEQ ID NO 285) 

for the amplification of exon 2 of HLA-C (table 9): 

5 ' GTCGAGGGTCTGGGCGGGTT3 ' (SEQ ID NO 126) 
5 ' GGTCGAGGGTCTGGGCGGGTT3 ' (SEQ ID NO 127) 
5 ' CGGTCG AGGGTCTGGGCGGGTT3 ' (SEQ ID NO 128) 
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5 ' CCGGTCGAGGGTCTGGGCGGGTT3 ' (SEQ ID NO 129) 
5'YCCGGTCGAGGGTCTGGGCGGGTT3' (SEQ ID NO 130) 
5 ' C YCCGGTCG AGGGTCTGGGCGGGTT3 ' (SEQ ID NO 131) 

for the amplification of exon 3 of HLA-C (table 10): 
5'CGCCCCRAGTCTCCSSGTCT3' (SEQ ID NO 132) 
5 ' TCGCCCCRAGTCTCCSSGTCT3 ' (SEQ ID NO 133) 
5'GTCGCCCCRAGTCTCCSSGTCT3' (SEQ ID NO 134) 
5'GGTCGCCCCRAGTCTCCSSGTCT3' (SEQ ID NO 135) 
5'GGGTCGCCCCRAGTCTCCSSGTCT3' (SEQ ID NO 136) 
5'CGGGTCGCCCCRAGTCTCCSSGTCT3' (SEQ ID NO 137) 
5 ' CGRCCGGRGAGAGCCCC AGT3 ' (SEQ ID NO 138) 
5'TCGRCCGGRGAGAGCCCCAGT3' (SEQ ID NO 139) 
5 ' CTCGRCCGGRGAGAGCCCC AGT3 ' (SEQ ID NO 140) 
5'CCTCGRCCGGRGAGAGCCCCAGT3' (SEQ ID NO 141) 
5 ' CCCTCGRCCGGRGAGAGCCCC AGT3 ' (SEQ ID NO 142) 
5 ' ACCCTCGRCCGGRGAGAGCCCC AGT3 ' (SEQ ID NO 143) 

for the amplification of exon 4 of HLA-C (table 11): 

5 ' GTGCCTGTGTCC AGGCTGGC3 ' (SEQ ID NO 286) 
5 ' GGTGCCTGTGTCC AGGCTGGC3 ' (SEQ ID NO 287) 
5'AGGTGCCTGTGTCCAGGCTGGC3' (SEQ ID NO 288) 
5 ' C AGGTGCCTGTGTCCAGGCTGGC3 ' (SEQ ID NO 289) 
5 ' CCAGGTGCCTGTGTCC AGGCTGGC3 ' (SEQ ID NO 290) 
5 ' CCCAGGTGCCTGTGTCC AGGCTGGC3 ' (SEQ ID NO 291) 
5TGGCGTCTGGGTTCTGTGCC3' (SEQ ID NO 292) 
5'CTGGCGTCTGGGTTCTGTGCC3' (SEQ ID NO 293) 
5 ' GCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 294) 
5 ' GGCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 295) 
5 ' AGGCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 296) 
5 ' C AGGCTGGCGTCTGGGTTCTGTGCC3 ' (SEQ ID NO 297) 
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5'CTCAGGATRGTCACATGGSC3 ' (SEQ ID NO 298) 
5TCTCAGGATRGTCACATGGSC3' (SEQ ID NO 299) 
5'TTCTCAGGATRGTCACATGGSC3' (SEQ ID NO 300) 
5'RTTCTCAGGATRGTCACATGGSC3' (SEQ ID NO 301) 
5 ' CRTTCTC AGGATRGTC AC ATGGSC3 ' (SEQ ID NO 302) 
5'CCRTTCTCAGGATRGTCACATGGSC3 ' (SEQ ID NO 303) 
5'GCGCTGTTGGAGTGTCGCAA3' (SEQ ID NO 78) 
5 ' GGCGCTGTTGG AGTGTCGC A A3 ' (SEQ ID NO 79) 
5 ' GGGCGCTGTTGGAGTGTCGC A A3 ' (SEQ ID NO 80) 
5 'TGGGCGCTGTTGGAGTGTCGC AA3 ' (SEQ ID NO 81) 
5 ' ATGGGCGCTGTTGGAGTGTCGCAA3 ' (SEQ ID NO 82) 
5'CATGGGCGCTGTTGGAGTGTCGCAA3 ' (SEQ ID NO 83) 
5 ' S C AAGAGAGA WRC A AAGTGT3 ' (SEQ ID NO 304) 
5'CSCAAGAGAGAWRCAAAGTGT3 ' (SEQ ID NO 305) 
5'TCSCAAGAGAGAWRCAAAGTGT3 ' (SEQ ID NO 306) 
5 'GTCSCAAGAGAGAWRC AAAGTGT3 ' (SEQ ID NO 307) 
5'TGTCSC AAGAGAGA WRCAAAGTGT3 ' (SEQ ID NO 308) 
5 ' GTGTC S C AAGAGAGA WRC AAAGTGT3 ' (SEQ ID NO 309) 

(amended) The method according to claim 1 wherein Method according to any of 
claims 1 to 4 further characterized that t he amplification of exon 2 is carried out 
using a forward primer selected from the group consisting o fw ith at least one of the 
following forward primers : 

• for HLA-A: 5APBio: B-TTCTCCCCAGACGCCGAGGATGGCC (SEQ ID NO 

144) ; or 

• for HLA-B : IBPinl : B-GGGAGGAGCGAGGGGACCSCAG (SEQ ID NO 

145) ; or 

• for HLA-C: 5CIN1 : B-AGCGAGGGGCCCGCCCGGCGA (SEQ ID NO 146). 

(amended) The method according to claim 1 wherein Method according to any of 
claims 1 to 5 further characterized that t he amplification of exon 4 is carried out 
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using a reverse primer selected from the group consisting o f with at least one of the 
following reverse primers : 

• for HLA-A: 3ex4APbio: B-TTGGGCAGACCCTCATGCTGC (SEQ ID NO 
311); or 

• for HLA-B: 3ex4IBbio: B-TCGGCAGCCCCTCATGCTGT (SEQ ID NO 3 1 2); 
or 

• for HLA-C: 3ex4ICbio : B-CATCTCAGGGTGMRGGGCTT (SEQ ID NO 3 1 3). 

(amended) The method according to claim lwherein Method according to any of 
claim s 1 to 6 further characterized that : 

- the amplification of exon 2 is carried out using at least one primer set selected 
from the group consisting of: with at lea s t one of the folio wing primers sets: 

• for HLA-A: 5APbio (B-TTCTCCCCAGACGCCGAGGATGGCC; SEQ 

ID NO 144) and 3ex2Apbio (B- 
ATCTCGGACCCGGAGACTGT; SEQ ID NO 1); 

• for HLA-B: IBPinl (B-GGGAGGAGCGAGGGGACCSCAG; SEQ ID NO 

145) and IB3Pin2bio (B-AACCCGCGGGGATTTTGGCCTC; 
SEQ ID NO 109); 

• for HLA-C: 5CIN1 (B-AGCGAGGGGCCCGCCCGGCGA; SEQ ID NO 

146) and IC3Pin2bio (B-GGTCGAGGGTCTGGGCGGGTT; 
SEQ ID NO 127); 

- the amplification of exon 3 is carried out using at least one primer set selected 
from the group consisting of: with at least one of the following primer sets: 

• for HLA-A: 5ex3APbio (B-C AGTTT AGGCC A A AA ATCCCCC ; SEQ ID 

NO 104) and 3ex3APbio (B- 

CCCTCCTTGTGGGAGGCCAG; SEQ ID NO 156); 

• for HLA-B: IB5Pin 2bio (B-CGCGTTTACCCGGTTTCATTTTCAGTTG; 

SEQ ID NO 224) and IB3Pin3bio (B- 
TCTTCTCGTKGGAGSCCATCCCC; SEQ ID NO 234); 

• for HLA-C: IC5Pin2bio (B-TCGRCCGGRGAGAGCCCCAGT; SEQ ID 

NO 139)and3CIN3 (B- 
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GGAGATGGGGAAGGCTCCCCACT; SEQ ID NO 149); 
and 

- the amplification of exon 4 is carried out using at least one primer set selected 
from the group consisting of: with at least one of the following primer sets; 
5 • for HLA-A: 5ex4APbio (B-GTTCTGTGCTCYCTTCCCCAT; SEQ ID NO 

205) and 3ex4APbio (B-TTGGGCAGACCCTCATGCTGC ; 
SEQ ID NO 3 11); 

• for HLA-B: 5ex4IBbio (B-TCACATGGGTGGTCCTAGG; SEQ ID NO 

267) and 3ex4IBbio (B-TCGGCAGCCCCTCATGCTGT; 
10 SEQ ID NO 312); 

• for HLA-C: 5ex4ICbio (B-TCTCAGGATRGTCACATGGSC; SEQ ID NO 

299) and 3ex4ICbio (B-CATCTCAGGGTGMRGGGCTT; 
SEQ ID NO 313). 



15 8. (amended) The method according to claim 1 wherein exon 2 and exon 3 are amplified 
using Method according to any of claims 1 to 7 further characterized that both exon 2 and 
exon 3 of HLA - A, HLA - B or HLA - C are amplified by use of a multiplex primer mix 
containing at least one primer pai r for the amplification of exon 2 and at least one primer 
pair for the amplification of exon 3 . 

20 

9. (amended) The method according to claim 1 wherein Method according to any of 
claims 1 to 7 further characterized that all three exons> exon 2, exon 3 and exon 4^f 
HLA-A» HLx^ - B or HLA - C are amplified by use of a multiplex primer mix containing at 
least one primer pair for the amplification of exon 2 h at least one primer pair for the 
25 amplification of exon 3 and at least one primer pair for the amplification of exon 4 . 



4& rl0. (amended) A reverse primer A primer as defined by any of claim s 1 to 7 h for use 
in the amplification of exon 2 of HLA-A, HLA-B or HLA-C alleles comprising a 
nucleotide sequence which hybridizes to a locus-specific target sequence in intron 2 of 
30 the alleles. 
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44 ^1 1. (amended) A primer A primer as defined hy any of claims 1 to l h for use in the 
amplification of exon 3 of HLA-A, HLA-B or HLA-C alleles selected from the group 
consisting of a forward primer comprising a nucleotide sequence which hybridizes to a 
locus-specific target sequence in intron 2 of the alleles and a reverse primer comprising a 
nucleotide sequence which hybridizes to a locus-specific target sequence in intron 3 of 
the alleles . 

43 t12. (amended) A forward primer A primer as defined by any of claims 1 to 7^ for use 
in the amplification of exon 4 of HLA-A, HLA-B or HLA-C alleles comprising a 
nucleotide sequence which hybridizes to a locus-specific target sequence in intron 3 of 
the alleles . 

43 ^13. (amended) A primer set comprising a combination of a reverse primer according 
to claim 10 and a forward primer consisting of a combination of a forward and a reverse 
primer as defined in any of claim s 1 to l h for use in the amplification of exon 2 of HLA- 
A, HLA-B or HLA-C alleles. 

44 t14. (amended) A primer set comprising a combination of a forward and a reverse 
primer according to claim 1 1 consisting of a combination of a forward and a reverse 
primer as defined in any of claims 1 to 7, for use in the amplification of exon 3 of HLA- 
A, HLA-B or HLA-C alleles. 

(amended) A primer set comprising a combination of a forward primer according 
to claim 12 and a reverse primer consisting of a combination of a forward and a reverse 
primer as defined in any of claims 1 to l b for use in the amplification of exon 4 of HLA- 
A, HLA-B or HLA-C alleles. 

46 *16. (amended) A multiplex primer mix comprising a containing at least one primer 
set according to claim 13 and a 13 for the amplification of exon 2 and one primer set 
according to claim 14 1 4 for amplification of exon 3 . 
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■13 *17. (amended) A multiplex primer mix comprising a containing at lea s t one primer 
set according to claim 13, a primer set according to claim 14, and a primer set according 
to claim 15 13 for the amplification of exon 2 h one primer set according to claim I A for 
amplification of exon 3 and one primer set according to claim 1 5 for the amplification of 
5 exon A . 

18. (Cancelled) 

19. (Cancelled) 

10 

20. (Cancelled) 

21. (Cancelled) 

15 22. (New) The method according to claim 1 further comprising the step of typing or 
subtyping the allele. 

23. (New) A diagnostic kit or a line probe assay for the typing or subtyping of one or 
more HLA-A, HLA-B or HLA-C alleles comprising a primer set according to claim 12. 

20 

24. (New) A diagnostic kit or a line probe assay for the typing or subtyping of one or 
more HLA-A, HLA-B or HLA-C alleles comprising a primer set according to claim 13. 

25. (New) A diagnostic kit or a line probe assay for the typing or subtyping of one or 
25 more HLA-A, HLA-B or HLA-C alleles comprising a primer set according to claim 14. 
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